
*** **** * **** **** *** **** **** ****

1.0

1.5

2.0

2.5

3.0

C
C

L2

C
C

N
D

2

C
LD

N
1

FB
N

1

IN
H

B
A

IT
G

B
6

LT
B

P
1

S
LI

T3

TP
M

1

E
xp

re
ss

io
n group

disease

normal

Train_Expression of hub_gene


